Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.008 Å; R factor = 0.035; wR factor = 0.086; data-to-parameter ratio = 12.4.
In the title compound, (C 5 H 6 N)[Sm(NO 3 ) 4 (C 23 H 17 N 5 )]Á-C 5 H 5 N, the Sm III atom is ten-coordinated by the N,N 0 ,N 00 -tridentate bis(pyrazole) ligand and seven O atoms from four nitrate anions (three bidentate and one monodentate). The dihedral angles between the central pyridine ring and adjacent pyrazole rings in the ligand are 1.3 (2) and 3. 2 (2) ; the dihedral angles between the pyrazole rings and their pendant phenyl rings are 42.0 (3) and 16.1 (2) . The conformation of the anionic complex ion is supported by an intramolecular N-HÁ Á ÁO hydrogen bond. In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁO hydrogen bonds occur. The pyridinium cation forms an N-HÁ Á ÁN hydrogen bond.
Related literature
For the synthesis of the ligand, see: Zhao et al. (2009) . For related transition metal and lanthanide complexes, see: Argent et al. (2005) ; Bardwell et al. (1997) ; Barrios et al. (2008) ; Coronado et al. (2003) ; Dong et al. (1999) ; Dutta et al. (1996) ; Gamez et al. (2002) ; Gimenez-Lopez et al. (2005) ; Scudder et al. (2005) ; Wei et al. (2008) .
Experimental
Crystal data (C 5 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày; Àz þ 2; (ii) x; y; z þ 1.
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
The atom-numbering scheme of (I) is shown in Fig. 1 
The bis-(pyrazole) ligand, H 2 BPPP, was prepared according to the literature method (Zhao et al., 2009 
Refinement
The H atom of the pyridinium N atom was located in a difference Fourier map and refined with restrained the N-H bond length [0.86 (2) Å] and fixed the isotropic displancement parameter [U iso (H) = 1.2 U eq (N)]. The H atoms were placed at calculated positions (C-H = 0.93 Å, N-H = 0.86 Å) and refined as riding with U iso (H) = 1.2 U eq (carrier).
Figures Fig. 1 . The molecular structure of (I), showing 30% probability displacement ellipsoids.
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